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helix A helix B 



PVVPNAQGQMIHQALSPRTLNAWVKAVEEKAFNPEI IPMFMALSEGAIPY 50 

|:| I lllhllhilllllllii illilMhIIII mill I 

PIVQNIQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPO 50 
Ml/01 pept. 

I |M2.02pept. 

I I M3/03 pept 

I - 

helix C helix D 



51 DINIMLNAIGGHQGALQVLKEVINEEAADWDRSHPPVVGPLPPGQIREPT 100 

|:| Ml :MII |:|-lll lllllhlll ll W- Ill-Ill 
51 DLNTMLNTVGGHQAAMQMLKETINEEAAEWDRVHPVHAGPIAPGQMREPR 100 

I M4/04 pept. 

I I M5/05 pept. 

I : 



helix E helix F helix G 



HIV-1'0- 101 GSDIAGHSTQQEQVHWITRANHPVPVGDIYRKWIVLGLNKMVKMYSPVS 150 

II!!!!!!!! !!!: !-! ! !:!I!:!|:M!:!!!II-|:|!I! I 

HIV-l'M' 101 GSDIAGTTSTLQEQIGWm-N.NPPIPVGEIYKRWIILGLNKIVRMYSPTS 149 
--I M6/06 petp. 

M7/07 pept. 
I I M8/08 pept. 

I I 

I 

helix H helix I helix J 



151 ILDIKQGPKEPFRDYVDRFYKTLRAEQAIQDVKNWMTETLLVQNANPDCK 

ll!|:||l!!lllll!!!!!!!!!!!!l !:!!l!!lll!!l!!l!lll! 

150 I LDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCK 
****************** (MHR) 
M9/09 pept. 

MIO/OIO pept. 
I I Mll/011 pept. 

I ! 

J helix K 

201 QILKALGPGATLEEMMVACQ6VGGPTHKAKLL 232 

lllllll l!l!!l! !!llllll ll|:-l 
200 TILKALGPAATLEEMMTACQGVGGPGHKARVL 231 
M12/012 pept. 

I M13/013 pept. 

! ! 

FIG.1A 
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helix A helix B 

HIV-1'0' 1 PVVPNAQGQMTHQALSPRTLNAWVKAVEEKAFNPEIIPMFMALSEGAIPY 50 
HIV- I'M' 1 pivQWGQMVHQAISPRTLm^^ 50 
HIV-2"A' 1 P.VQQAGGNYiivPLSPRlLNAWV^^^ 49 

helix C helix D 

HIV-1'0' 51 DINIMLNAIGGHQGALQVLKEVINEEAADWDRSHPPVVGPLPPGQIREPT 100 

|:| III :|lll hMII lllllhlll II l|: IIMII 
HIV- I'M' 51 DLNTMLNTVGGHQAAMQMLKETINEEAAEWDRVHPVHAGPIAPGQMREPR 100 

hi III II llllll-::| lllllhll l|: l|: Ihhil 
HIV-2'A' 50 DINQMLNCVGDHQAAMQIIREIINEEAADWDAQHPIP.GPLPAGQLRDPR 98 

helix E helix F helix G 



HIV-1'0' 101 GSDIAGTTSTQQEQVHWITRANHPVPVGDIYRKWIVLGLNKMVKMYSPVS 150 

MiMMIIi ill: l-l I |:|hl|::!|:|||IM:|||| i 
HIV-1'M' 101 GSDIAGTTSTLQEQIGWMTN.NPPIPVGEIYKRWIILGLNKIVRMYSPTS 149 

HIV-2'A' 99 GSDIAgItSTVDEqIqWMYRQPNP^ 148 

helix H helix I helix J 



(MHR) 



HIV-1'0' 151 ILDIKQGPKEPFRDYVDRFYKTLRAEQAIQDVKNWMTETLLVQNANPDCK 200 
HIV-1'M' 150 IlDIRQGPKEPFRDYVDRR^ 199 
HIV-2"A- 149 iLDVKQGPlikFQSYVDRFYK^ 198 

J helix K 

HIV-1'0' 201 QILKALGPGATLEEMMVACQGVGGPTHKAKLL 232 
HIV- I'M' 200 tIlI^LGPAATLEEMMTaMgW^ 231 



HIV- 2 'A' 199 LVLKGLGMNPTLEEMLTACQGVGGPSQKARLM 230 

FIG. IB 
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LOCATION OF DELETION CLONES DERIVED 
FROM HIV-1 GROUP M AND 0 p24 

lABCD EF G HIJ 231/ 232 

MHR 

1-65 CLONE C GROUP M DELETION CLONES 



^3^WN^ 

1-172 CLONE F 



^022^^3^31 

60-150 CLONE I CLONE H 167-231 



1-101 CLONE L GROUP 0 DELEHON CLONES 



M3^CL0N^^^^^^ 
^7^CL£N^^^^^^^^^^ 

CLONE 0 138-232 



60-151 CLONE Q CLONE P 167-232 



FIG.3 
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HIV-1 p240 DETECTION BY 120A-270-108-uPARTlCLE AND 
115B-151-423-ACR ON PRISM STANDALONE INSTRUMENT 

80 n — ■■ 1 




0 1 23456789 10 11 
HIV-1 rp240, pg/ml 

FIG.7 
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